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AMENDMENTS TO THE CLAIMS 

This listing of claims replaces all prior versions, and listings, of claims in the application: 

1. (Currently amended) A method for confirming a diagnosis of renal cell carcinoma (RCC) in a 
human, the method comprising the steps of: 

a) providing at least one peripheral blood sample of a human; 

b) generating an expression profile comprising expression levels of two or moro RCC 
disease genes in said at least one peripheral blood sample of the human; 

c) comparing the expression profile generated in step b) to at least one reference 
expression profile comprising expression levels of said two or moro RCC disease genes 
wherein the reference expression profile is obtained from peripheral blood samples from 
patients having RCC and/or or peripheral blood samples from disease-free humans, wherein 
differential expression of said two or moro RCC genes in said comparison is indicative of the 
presence or absence of RCC in the human; and 

wherein (i) the human has a prior diagnosis of RCC and (ii) said two or moro RCC disease 
genes are co l octod from tho group conoiot i ng, of eukaryotic elongation factor 1 alpha 2 
(EEF1A2, SEQ ID NO:285)_and_Holl-like receptor 2 (TLR2, SEQ ID NO:1, SEQ ID NO:240)= 
z i nc f i ngor prote i n 36, C3H tvpo li ke 2 (BRF2, SEQ I D NO:286); l ect i n, ga l actos i do b i nd i ng, 
oo l ub l o, 3 (LGALS3, SEQ I D NO:3); oma ll nucloar r i bonuc l ooproto i n po l ypept i de G (SNRPG, 
SEQ I D NO:287); Rao i nduced oonooconco 1 (DKFZP586E1621, SEQ I D NO:38); nuc l oar 
m i tot i c apparatuo proto i n 1 (NUMA1, SEQ I D NO:288); ouporox i do d i omutaoo 2 (SQD2, SEQ I D 
NO:218, SEQ I D NO:53); a l do koto roductaoo family 1 , mombor B1 (AKR1B1, SEQ I D NO:280); 
dua l spec i f i c i ty phocphataoo 6 (DUSP6, SEQ I D NO:241, SEQ I D MO:1); SW I /SMF ro l atod, 

SEQ I D NO:200, SEQ I D NO:328); K I AA0660 (SEQ I D NO:201); MLL sopt i n li ko fus i on (MSF, 
SEQ I D NO:202); i ntor l ouk i n 1 rocoptor antagonist ( I L1RN, SEQ I D NO:18); prothymos i n, a l pha 
(PTMA, SEQ I D NO:203); K I AA0410 (SEQ ID NO:204); protoacomo 26S subun i t, non ATPaso, 
3 (PSMD3, SEQ I D NO:205); T54 proto i n (T5<1, SEQ I D NO:6); comp l omont componont 1, q 
subcomponont b i nd i ng proto i n (C1QBP, SEQ I D NO:206); and ox i dat i ve stross rospons i vo 1 
(OSR1, SEQ I D NO:207) . 

2. (Canceled) 

3. (Previously presented) The method according to claim 1, wherein said peripheral blood 
sample comprises enriched peripheral blood mononuclear cells (PBMCs). 
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4. (Previously presented) The method according to claim 1, wherein said peripheral blood 
sample is a whole blood sample. 

5. (Previously presented) The method according to claim 1, wherein the expression profile 
generated in step (b) is generated using quantitative RT-PCR or an immunoassay. 

6. (Previously presented) The method according to claim 1 , wherein said at least one reference 
expression profile comprises a reference expression profile comprising expression levels of said 
one or more RCC disease genes in peripheral blood samples of disease-free humans. 

7. (Previously presented) The method according to claim 6, wherein said at least one reference 
expression profile further comprises a reference expression profile comprising expression levels 
of said one or more RCC disease genes in peripheral blood samples of patients having RCC. 

8. (Previously presented) The method according to claim 7 wherein the expression profile 
generated in step (b) is compared to said at least one reference expression profile using a 
weighted voting algorithm. 

9. -21. (Canceled) 

22. (Withdrawn) The method according to claim 1, wherein said two or more RCC disease 
genes are TLR2 (SEQ ID NO:1, SEQ ID NO:240), LGALS3 (SEQ ID NO:3), EEF1A2 (SEQ ID 
NO:285), and BRF2 (SEQ ID NO:286). 

23. (Withdrawn) The method according to claim 1, wherein said two or more RCC disease 
genes are TLR2 (SEQ ID NO:1, SEQ ID NO:240), LGALS3 (SEQ ID NO:3), DKFZP586E1621 
(SEQ ID NO:38), EEF1A2 (SEQ ID NO:285), BRF2 (SEQ ID NO:286), and SNRPG (SEQ ID 
NO:287). 

24. (Withdrawn) The method according to claim 1, wherein said two or more RCC disease 
genes are TLR2 (SEQ ID NO:1, SEQ ID NO:240), LGALS3 (SEQ ID NO:3), DKFZP586E1621 
(SEQ ID NO:38), SOD2 (SEQ ID NO:248, SEQ ID NO:53), EEF1A2 (SEQ ID NO:285), BRF2 
(SEQ ID NO:286), SNRPG (SEQ ID NO:287), and NUMA1 (SEQ ID NO:288). 

25. (Withdrawn) The method according to claim 1, wherein said two or more RCC disease 
genes are TLR2 (SEQ ID NO:1, SEQ ID NO:240), LGALS3 (SEQ ID NO:3), DKFZP586E1621 
(SEQ ID NO:38), SOD2 (SEQ ID NO:248, SEQ ID NO:53), DUSP6 (SEQ ID NO:241, SEQ ID 
NO:4), EEF1A2 (SEQ ID NO:285), BRF2 (SEQ ID NO:286), SNRPG (SEQ ID NO:287), NUMA1 
(SEQ ID NO:288), and AKR1B1 (SEQ ID NO:289). 



Page 3 of 8 



Docket No: AM101055 
Application No: 10/717,597 
Patent 

26. (Withdrawn) The method according to claim 1, wherein said two or more RCC disease 
genes are TLR2 (SEQ ID NO:1, SEQ ID NO:240), LGALS3 (SEQ ID NO:3), DKFZP586E1621 
(SEQ ID NO:38), SOD2 (SEQ ID NO:248, SEQ ID NO:53), DUSP6 (SEQ ID NO:241, SEQ ID 
NO:4), KIAA0669 (SEQ ID NO:291), EEF1A2 (SEQ ID NO:285), BRF2 (SEQ ID NO:286), 
SNRPG (SEQ ID NO:287), NUMA1 (SEQ ID NO:288), AKR1B1 (SEQ ID NO:289), and 
SMARCE1 (SEQ ID NO:290, SEQ ID NO:328). 

27. (Withdrawn) The method according to claim 1, wherein said two or more RCC disease 
genes are TLR2 (SEQ ID NO:1, SEQ ID NO:240), LGALS3 (SEQ ID NO:3), DKFZP586E1621 
(SEQ ID NO:38), SOD2 (SEQ ID NO:248, SEQ ID NO:53), DUSP6 (SEQ ID NO:241, SEQ ID 
NO:4), KIAA0669 (SEQ ID NO:291), IL1RN (SEQ ID NO:18), EEF1A2 (SEQ ID NO:285), BRF2 
(SEQ ID NO:286), SNRPG (SEQ ID NO:287), NUMA1 (SEQ ID NO:288), AKR1B1 (SEQ ID 
NO:289), SMARCE1 (SEQ ID NO:290, SEQ ID NO:328), and MSF (SEQ ID NO:292). 

28. (Withdrawn) The method according to claim 1, wherein said two or more RCC disease 
genes are TLR2 (SEQ ID NO:1, SEQ ID NO:240), LGALS3 (SEQ ID NO:3), DKFZP586E1621 
(SEQ ID NO:38), SOD2 (SEQ ID NO:248, SEQ ID NO:53), DUSP6 (SEQ ID NO:241, SEQ ID 
NO:4), KIAA0669 (SEQ ID NO:291), IL1RN (SEQ ID NO:18), KIAA0410 (SEQ ID NO:294), 
EEF1A2 (SEQ ID NO:285), BRF2 (SEQ ID NO:286), SNRPG (SEQ ID NO:287), NUMA1 (SEQ 
ID NO:288), AKR1B1 (SEQ ID NO:289), SMARCE1 (SEQ ID NO:290, SEQ ID NO:328), MSF 
(SEQ ID NO:292), and PTMA (SEQ ID NO:293). 

29. (Withdrawn) The method according to claim 1, wherein said two or more RCC disease 
genes are TLR2 (SEQ ID NO:1, SEQ ID NO:240), LGALS3 (SEQ ID NO:3), DKFZP586E1621 
(SEQ ID NO:38), SOD2 (SEQ ID NO:248, SEQ ID NO:53), DUSP6 (SEQ ID NO:241, SEQ ID 
NO:4), KIAA0669 (SEQ ID NO:291), IL1RN (SEQ ID NO:18), KIAA0410 (SEQ ID NO:294), T54 
(SEQ ID NO:6), EEF1A2 (SEQ ID NO:285), BRF2 (SEQ ID NO:286), SNRPG (SEQ ID 
NO:287), NUMA1 (SEQ ID NO:288), AKR1B1 (SEQ ID NO:289), SMARCE1 (SEQ ID NO:290, 
SEQ ID NO:328), MSF (SEQ ID NO:292), PTMA (SEQ ID NO:293), and PSMD3 (SEQ ID 
NO:295). 

30. (Withdrawn) The method according to claim 1, wherein said two or more RCC disease 
genes are EEF1A2 (SEQ ID NO:285), TLR2 (SEQ ID NO:1, SEQ ID NO:240), BRF2 (SEQ ID 
NO:286), LGALS3 (SEQ ID NO:3), SNRPG (SEQ ID NO:287), DKFZP586E1621 (SEQ ID 
NO:38), NUMA1 (SEQ ID NO:288), SOD2 (SEQ ID NO:248, SEQ ID NO:53), AKR1B1 (SEQ ID 
NO:289), DUSP6 (SEQ ID NO:241, SEQ ID NO:4), SMARCE1 (SEQ ID NO:290, SEQ ID 
NO:328), KIAA0669 (SEQ ID NO:291), MSF (SEQ ID NO:292), IL1RN (SEQ ID NO:18), PTMA 
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(SEQ ID NO:293), KIAA0410 (SEQ ID NO:294), PSMD3 (SEQ ID NO:295), T54 (SEQ ID NO:6), 
C1QBP (SEQ ID NO:296), and OSR1 (SEQ ID NO:297). 
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